=2 Ea

Show Navigation

ConstructQC vector_qc1 esmp_ha
HTGTDB eucomm_vector esmp_ha

$Id: header.tt 6045 2011-09-23 14:43:26%Z rm7 §$

dp10 htgt1.sanger.ac.uk
Authenticated username dp10@sanger.ac.uk
Roles read, edit, eucomm, eucomm_edit

Home > Report > Gene Report
LOGOUT

Gene Report

Sp2 MGI:1926162 ENSMUSG00000018678 OTTMUSG00000001858
Program: EUCOMM-Tools Pipeline Progress: ES Cells - Targeting Confirmed Publicly Reported: Public

Duplicate Project

Pipeline Pre-pipeline Designs Vectors ES Cells Mice
Stage:
ES Cells - Targeting Confirmed

Recovery
Design Tools
ES Cell Clones
Order Gene Targeting Vector # Colonies Screened # Knockout First Clones # Targeted Non-conditional Clones

% Sp2 ETPG00283_Z_4_H04 33 4 GenBank File 17 GenBank File

‘ ES Cell Clones With Conditional Potential }

~| ES Cell Clones Without Conditional Potential

Note: Mutations of type "Targeted Non-conditional" are correctly targeted clones that have lost the 3' loxP site. These mutations cannot be converted into conditional alleles.

LR PCR Genotyping Primers
3' Universal (R2R) TCTATAGTCGCAGTAGGCGG
Targeting Vector

Order Gene Design ID Vector  After Targeting Vector Vector Floxed Exon Cassette Backbone
Type Flp/Cre Strain
& Sp2 446595 (283_D02) Knockout Frameshift ETPG00283_Z_4_H04 C57BI/6J ENSMUSE00000414411 [fitm2_intron_L1L2 GT1_LF2A LacZ BetactP_neo L3L4_pD2
First
Intermediate Vector
Order Gene Design ID Vector Type Intermediate Vector Vector Strain Floxed Exon Genbank File
‘% Sp2 446595 (283_D02) Knockout First _ C57Bl/6J ENSMUSE00000414411 view
Toolbox

: ‘ Short Range Primer Tool }

Useful Information

e Links:

. o WTSI Mouse Resources Portal
Wellcome Trust Genome Campus, Hinxton, Cambridge, CB10 1SA, UK Tel:+44 (0)1223 834244 htgt@sanger.ac.uk
Genome Research Limited is a charity registered in England with Help | Contact us | Legal | Cookies policy | Data sharing

number 1021457


http://htgt1.internal.sanger.ac.uk:3131/gene/update/duplicate_project?project_id=114166
mailto:htgt@sanger.ac.uk
mailto:htgt@sanger.ac.uk
http://htgt1.internal.sanger.ac.uk:3131/report/gene_report?;decor=printable
http://www.sanger.ac.uk/shared/news-report/atom/20020211150255
http://htgt1.internal.sanger.ac.uk:3131/
http://htgt1.internal.sanger.ac.uk:3131/report
http://htgt1.internal.sanger.ac.uk:3131/logout/
http://www.knockoutmouse.org/genedetails/MGI:1926162
http://www.informatics.jax.org/searches/accession_report.cgi?id=MGI:1926162
http://www.ensembl.org/Mus_musculus/contigview?gene=ENSMUSG00000018678&bottom=%7Cmanaged_das_KO_vectors%3Aon
http://www.ensembl.org/Mus_musculus/contigview?gene=OTTMUSG00000001858&bottom=%7Cmanaged_das_KO_vectors%3Aon
http://htgt1.internal.sanger.ac.uk:3131/report/pipeline_status_explanations#ES-TC
mailto:htgt@sanger.ac.uk?subject=Order%20request:%20es%20cells%20for%20Sp2
http://www.informatics.jax.org/javawi2/servlet/WIFetch?page=searchTool&query=Sp2&selectedQuery=Genes+and+Markers
http://htgt1.internal.sanger.ac.uk:3131/plate/view?plate_name=ETPG00283_Z_4
http://htgt1.internal.sanger.ac.uk:3131/qc/seq_view_file?cassette=Ifitm2_intron_L1L2_GT1_LF2A_LacZ_BetactP_neo&design_id=446595
http://htgt1.internal.sanger.ac.uk:3131/qc/seq_view_file?cassette=Ifitm2_intron_L1L2_GT1_LF2A_LacZ_BetactP_neo&design_id=446595&targeted_trap=1
mailto:htgt@sanger.ac.uk?subject=Order%20request:%20targeting%20vectors%20for%20Sp2%20(ETPG00283_Z_4_H04)
http://www.informatics.jax.org/javawi2/servlet/WIFetch?page=searchTool&query=Sp2&selectedQuery=Genes+and+Markers
http://htgt1.internal.sanger.ac.uk:3131/design/designedit/refresh_design?design_id=446595
http://htgt1.internal.sanger.ac.uk:3131/plate/view?plate_name=ETPG00283_Z_4
http://www.ensembl.org/Mus_musculus/contigview?l=11:96955998-96968363&bottom=%7Cmanaged_das_KO_vectors%3Aon
http://htgt1.internal.sanger.ac.uk:3131/cassettes#Ifitm2_intron_L1L2_GT1_LF2A_LacZ_BetactP_neo
http://htgt1.internal.sanger.ac.uk:3131/backbones#L3L4_pD223_DTA_T_spec
mailto:htgt@sanger.ac.uk?subject=Order%20request:%20intermediate%20vectors%20for%20Sp2%20(_)
http://www.informatics.jax.org/javawi2/servlet/WIFetch?page=searchTool&query=Sp2&selectedQuery=Genes+and+Markers
http://htgt1.internal.sanger.ac.uk:3131/design/designedit/refresh_design?design_id=446595
http://htgt1.internal.sanger.ac.uk:3131/plate/view?plate_name=
http://www.ensembl.org/Mus_musculus/contigview?l=11:96955998-96968363&bottom=%7Cmanaged_das_KO_vectors%3Aon
http://htgt1.internal.sanger.ac.uk:3131/qc/seq_view_file?backbone=R3R4_pBR_amp&design_id=446595
http://www.sanger.ac.uk/mouseportal/search/MGI:1926162
http://htgt1.internal.sanger.ac.uk:3131/help/
http://htgt1.internal.sanger.ac.uk:3131/about/contact/
http://htgt1.internal.sanger.ac.uk:3131/legal/
http://htgt1.internal.sanger.ac.uk:3131/legal/cookiespolicy.html
http://htgt1.internal.sanger.ac.uk:3131/datasharing/
javascript:toggle()

