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Name of Mouse model or mutation:
FUS-P525L-EM1-B6N

Description:
CRISPR edit of an existing BAC insertion to carry the P525L change, and an additional silent change to prevent re-processing of the engineered allele.

Expected volume of samples per month:

Type of mutation:

SNP 
P525L change in humanised FUS allele

Sequence details
(please provide 100 bp of sequence either side of the SNP or deletion.  If a cassette has been inserted please provide details of the cassette and the sequence of the insertion and break points)


Humanised FUS BAC (WT)
AGGGCTAGGTGGAAAGACCTGAGGTTGTAACCAGTAGTGGAGAGGGAAGGAAAATTAACTCAGGGGGAGTGAATCTGTAGACCCACTTGAGATAAGATACTCGCTGGGTTAGGTAGGAGGGGCAGATAGGATATCTAGGCTTGGAGAGGCTGGTAACTCAAATATAATGGATACTTAATTTTTTTTTTTTTTTTTGCAGGGGTGAGCACAGACAGGATCGCAGGGAGAGGCCGTATTAATTAGCCTGGCTCCCCAGGTTCTGGAACAGCTTTTTGTCCTGTACCCAGTGTTACCCTCGTTATTTTGTAACCTTCCAATTCCTGATCACCCAAGGGTTTTTTTGTGTCGGACTATGTAATTGTAACTATACCTCTGGTTCCCATTAAAAGTGACCATTTTAGTTAAATTTTGTTCCTCTTCCCCCTTTTCACTTTCCTGGAAGATCGATGTCCCGATCAGGAAGGTAGAGAGTTTTCCTGTTCAGATTACCCTGCCCAGCAGGAACTGGAATACAGTGTTCGGGGAGAAGGCCAAATGATATCCTTGAGAGCAGAGATTAAACTTTTCTGTCATGGGGAAATTCTGTTTC

FUS-P525L-EM1-B6N
AGGGCTAGGTGGAAAGACCTGAGGTTGTAACCAGTAGTGGAGAGGGAAGGAAAATTAACTCAGGGGGAGTGAATCTGTAGACCCACTTGAGATAAGATACTCGCTGGGTTAGGTAGGAGGGGCAGATAGGATATCTAGGCTTGGAGAGGCTGGTAACTCAAATATAATGGATACTTAATTTTTTTTTTTTTTTTTGCAGGGGTGAGCACAGACAGGATCGCAGGGAGAGGCTGTACTAATTAGCCTGGCTCCCCAGGTTCTGGAACAGCTTTTTGTCCTGTACCCAGTGTTACCCTCGTTATTTTGTAACCTTCCAATTCCTGATCACCCAAGGGTTTTTTTGTGTCGGACTATGTAATTGTAACTATACCTCTGGTTCCCATTAAAAGTGACCATTTTAGTTAAATTTTGTTCCTCTTCCCCCTTTTCACTTTCCTGGAAGATCGATGTCCCGATCAGGAAGGTAGAGAGTTTTCCTGTTCAGATTACCCTGCCCAGCAGGAACTGGAATACAGTGTTCGGGGAGAAGGCCAAATGATATCCTTGAGAGCAGAGATTAAACTTTTCTGTCATGGGGAAATTCTGTTTC


Current genotyping method:
PCR + sanger sequencing

Current genotyping protocol:

	FUS_geno_F1 primer (5’-3’)
	AGGGCTAGGTGGAAAGACCT

	FUS_geno_R2 primer (5’-3’)
	GAAACAGAATTTCCCCATGA

	Annealing Temperature (ᵒC)
	58

	Elongation time (min)
	1

	WT product size (bp)
	589

	Mutant product size (bp)
	589

	Sequence with primers (if different to amplification primers)
	FUS_geno_R1 primer (5’-3’) CCTTCCTGATCGGGACATCG

	Notes
	R2 sits on junction between mouse allele and human BAC sequence
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